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Xetrop_XP_002940290.3_achaete-scute_homolog_1_[Xenopus_tropicalis]

Dareri_NP_571306.1_achaete-scute_homolog_1b_[Danio_rerio]

Hosapi_NP_005161.1_achaete-scute_homolog_2_[Homo_sapiens]

Ciinte_NP_001071649.1_transcription_factor_protein_[Ciona_intestinalis]

Brbelc_XP_019631520.1_PREDICTED_achaete-scute_homolog_1a-like_[Branchiostoma_belcheri]

Sccani_XP_038663429.1_achaete-scute_homolog_1-like_[Scyliorhinus_canicula]

Stpurp_XP_003729788.1_achaete-scute_homolog_1_[Strongylocentrotus_purpuratus]

Brlanc.Ascla2_BLAG18000810

Ciinte_XP_002120644.1_achaete-scute_homolog_1b_[Ciona_intestinalis]

Harore.CG.MTP2014.S110.g10610.01.p

Moocci.CG.ELv1_2.S652012.g30501.01.p

Phmamm.CG.MTP2014.S247.g06099.02.p

Moocci.CG.ELv1_2.S344395.g09257.01.p

Brlanc.Ascla1_BLAG18000811

Moocci.CG.ELv1_2.S66390.g00835.01.p

Phmamm_gi|1834482657|emb|CAB3223516.1|MTP2014.S210.g05436|_Achaete-Scute_a-like2_achaete-scute_like_protein_[Phallusia_mammillata]

Sccani_XP_038637244.1_achaete-scute_homolog_1a_[Scyliorhinus_canicula]

Hosapi_NP_004307.2_achaete-scute_homolog_1_[Homo_sapiens]

Xetrop_XP_002944648.3_achaete-scute_homolog_1_[Xenopus_tropicalis]

Pemari_XP_032805251.1_achaete-scute_homolog_1-like_[Petromyzon_marinus]

Dareri_NP_571294.1_achaete-scute_homolog_1a_[Danio_rerio]

Sakowa_NP_001158485.1_achaete-scute-like_protein_[Saccoglossus_kowalevskii]

Brbelc_XP_019631522.1_PREDICTED_achaete-scute_homolog_1a-like_[Branchiostoma_belcheri]

Moocci.CG.ELv1_2.S466377.g15705.01.p
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